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(1) EHIRFENL, FEEG0 % B8 3.0~5.0x10 7 /
mL, (0 A 2L AR 247040 M85 720k, B ILaeFh
70 w L3R [ 5 354755 97 18—24h ARG .

2) /NOAEE TR IR P RIS IR R A, B9t
NP2 L2 AT B — 18 PR OB X, ) PBS J&¥e4H
MU 3R, RERIETE I,

(3) AL ImL 2 7S [R] 9 B f 30 s Ao it 1) 8% 77
W, RIS ToREES, 188 Oh, FRICATREMNIE,

(4) 12h)5, FEFTPRCHIMEACE, RER T, iR
12h,

(5) Hllatr: KA IPPEG ST, SR
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(2) BOyR: TR B S SZ i LR

(3) %425 MRS, F£F6FUARHERIgitRaRIA
F40%~60% I, PEATHHLZ, FHIRINMEIL. SEX
IRABEALIN A 2mL B 72, FA X TR 7L 2mL &
A TGF-B1 357770, FEMAEFLINA 2mL, & 47 FH B 75
TR MRS TR 45 25 5S R R 6 FLBUSCEAE CO, 359740
(37°C. 5%CO,) T 24h,
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R
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DRSS IR 48 2558 U K 6 FLBUBCELAE CO, BE 774/
(37°C. 5%CO0,) F1FF 24h,

(4) Wbednlig: WH 4 RS, 1mL/{L PBS JE M
W, 7L ImLAGRNAexPro Reagent, WCHT %4 fig 41
&, Wk,
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PR b A RE U A I (AT M AT PR T T2 ST
3.

=3 MELIRSCINER

25| LERSpSRE =SBl A
Mean SD P-value Mean SD
1 EFRAL 1,000 0.098 / / /
2 PEMERRZAL 1723 0.049 0.000 221%  4.95%
30 REEIR 1.442 0.088 0.006 44.17%  8.76%
4 RETETEE 1.625 0.111 0.000  62.55%  11.08%
5 EAmE 2215 0.152 0.000  112.49%  15.19%
6 EHERH 1.564 0.068 0.001 56.36%  6.80%

3.2 EF ARAHAmMAmIMNER (ECM ) Sk /FEEEHEX
EREEMEE
FAPAMEXTEE TGF- B 189 ECM EFE ISR

mRNA fold change

T
Gene BC PC
names Mean SD
Mean SD Mean SD P—value
(%) (%)
B 1.001  0.066 1.305 0.032 0.002 30.50 3.18
ARG 1.003  0.085  1.990  0.083 0.000 98.99 8.31
IVEZJE  1.009  0.165 2276  0.089 0.000 127.64 891
VI 1.007 0143 3.477  0.057 0.000 247.68  5.74
53X HRAUE L, BHPEXS I TGF- B 1 77 50ng/mL 155

T, NBEFAEAN N AN I A O LR TR ik
BT, IR 30.50%, NIRE FkhE ETF, =27
#998.99%, VIR Fiki: BTb, $T150 127.64%,
VIR Jig Ji 6 1k & B FF, 42 T3 247.68%, kAl I
TGF- B 1 B A7 W MRt ECM &SI R o
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mRNA fold change
IR
BC PC
Gene names
Mean SD
Mean SD Mean SD P—value
(%) (%)

TR 1.001  0.066 1372 0.014 0.001 37.19 1.38
MR 1.003  0.085 1367 0.058 0.004 36.71 5.80
IVEZE  1.009  0.165 1.802  0.067 0.002 80.18 6.70
VI 1,007 0.143  1.739  0.101 0.002 7392  10.13

Sxf AL, REEERE A T ARSI, M
ANE R A B L] T B R TR | B BT, RN
37.19%, M B REEAE BAF, #2388 36.71%, %Colla—
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Mean SD Mean SD P-value

(%) (%)
S 1,001 0.066 1372 0.061  0.001 5239  6.13
MIAEE 1.003  0.085 1.367 0.049  0.003 36.67  4.88
VAL 1.009  0.165 1.802 0.086  0.006 5847  8.56
VIIAEE 1.007  0.143 1739 0.018  0.007 4357  1.80

X RAM L, R RE T AR s,
H AN [ A AR G TR TR i JRU SR IR B 3 A, 4R
9 52.39%, MR EERIAE BT, #7130 36.67%,
Collagen TVE I Ji Feikim BTF, $ETF50 58.47%, VI
BRI BT, $EFFR N 43.57%, AT IR AL T S AE
et ECM LRI FIL, ISR E DAL,
=7 EAEER ECM ERGMLESR

mRNA fold change
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BC PC

Gene names

Mean SD

Mean SD Mean SD P—value

(%) (%)
RE 1.001 0.066 1394 0.061 0.001 3938 3.06
MIAEE 1.003  0.085 1.459  0.049 0.001 4593 238
VAR 1.009  0.165 1.673 0.086  0.003 6733 5.01
VILEEE 1.007  0.143 1749 0.018  0.001 7493 526

SXTRAML, &EAmEENT AT E,
ANEE A pOAE S B R TR R b | 3 B, 27+
#4939.38%, AR £kt Eb, #7138 45.93%,
Collagen IVAUf )i Feihta BTF, $E7H50867.33%, VI
I IEFGE R BT, TN 74.93%, Hh LT LR I AR
Bt ECM AR HIRIK,  NTTSEBTREE TR
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mRNA fold change

AR
BC PC

Gene names

Mean SD

Mean SD Mean SD P—value

(%) (%)
BT 1.001  0.066 1241 0.005 0.003 2406  0.52
MR 1.003  0.085 1.230  0.013  0.010  23.02  1.30
VAR 1.009  0.165 1326 0.050  0.033  32.64 5.04
VILAEE  1.007  0.143 1469 0.029  0.005 4691 295

X AN, &EFER T AR 4LE, st
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EEA O R R T R Rk 522 BT, R THE0N
24.06%, MIHYfEJE ikt BT, #2713 23.02%, TV
IR IR ETE, TN 32.64%, VIR EEILARE [
Tt #TEEN46.91%. LTI LR 7R B8 (R #F ECMAH
REEHRFIE, TSI TEE DR
3.3 EF AL 4R 1 BURRRFNZERA BB L5 R

=9 1 BIREGMZE

IR A (ng/mL) TR
215

Mean SD P—value Mean SD
1 BC 71.433 1.478 / / /
2 PC 97.764 5.154 0.001 36.87 7.22
3 EOME 94.555 5.145 0.002 32.38 7.20
4 EHWBEZE 109.587 2.753 0.000 53.42 3.85
5 FERESK 110310 2.081 0.000 54.43 291
6 KL 107.158 4.936 0.000 50.02 6.91

R, EORH /A ORI R
AR TR dedmipfs, 1 RAREEASHEE ., #
T35 32.38% . 53.42%. 54.43%7F150.02%.

=10 BEHERERICNESR

R R & (ng/mL) e
gshill

Mean SD P—value Mean SD
1 BC 740.145 26581 / / /
2 PC 1154839 37.606 0.000 52.17 4.96
3 FEHF 1188.575  33.653 0.000 56.61 443
4 EHAWSE 1252969 60.361 0.000 65.10 7.95
5 FEEEN 1282.633  66.830 0.000 69.01 8.81
6 FHETERE 1272589 45.029 0.000 67.68 5.93

XA, EAR /EAWSE OEEER . B
FEER T A gnia)s, EVRRSEDETw, 12T
RN 56.61%. 65.10%. 69.01% F167.68%.
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fiA L ECM™ AR 2155 R B R 8 s A= i L
B A, ARSEEe SR AT AN, 3 A RN R AT
Rl fAME R ECM 2 & ARG, R ISR S T 40
PEAE X BT AEAR L4390 BCM FIRE T FSE, DRIt
AT T AIERS RE T ARSI

FEAR IR eI T AR TR R TV Y
VIR 5 R RS- ki BB MR HE T, #2713 70591)
H37.19%. 36.71%. 80.18%. 73.92%. | MUJ )5 /KT
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FE, SN 53.42%, EVRIRAGHEFFRILE] 65.10%, XF
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Study on Anti-aging Effect of Recombinant Type 11l Humanized
Collagen Cosmetics in Vitro
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(2. Shanxi Jinbo Bio-Pharmaceutical Co., Ltd. Taiyuan, Shanxi, 030032)

Abstract :

In order to evaluate the efficacy of recombinant type III humanized collagen cosmetics in enhancing cell

activity and promoting collagen and hyaluronic acid synthesis, this study took fibroblasts as the research

model and studied the proliferation and migration ability of fibroblasts themselves and the changes

in the content of type I collagen, type III collagen, type V collagen and type IV collagen through cell

scratch experiment. The contents of type I collagen and hyaluronic acid secreted outside the cell were

analyzed. The external type I collagen and hyaluronic acid content was analyzed. The results showed that

recombinant humanized collagen products can significantly increase the gene expression of type I collagen,

type III collagen, type IV collagen, and type VII collagen gene levels, and also significantly enhance the

level of type I collagen. These can be seen that recombinant humanized collagen can achieve anti-aging

effect by promoting cell activity and polarity.
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