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Anti-ultraviolet Potential of Golden Thread Nanmu and Its Application in Cosmetics
under the Perspective of Cyberpharmacology

Jia Wan-ying', Li Jiao', Chen Xiao-shuang', Zhang Wei-ya', Tang Meng-qi', Liu Meng-ge', Zhong Chao-min', Cao Fang’, Song Song-ji’, Xu Xia""", Qu Ling-bo*’
(1.College of Pharmacy, Zhengzhou University, Zhengzhou, Henan, 450001
2.Xuchang Yufeng Golden Thread Nanmu Museum, Xuchang, Henan, 461000
3. Huanghe University of Science and Technology, Zhengzhou, Henen, 450006
4.Henan Acad Sci, Inst Chem, Zhengzhou, Henen, 450046)

Abstract : Based on the network pharmacology approach, this study aims to investigate the molecular mechanism
of golden thread nanmu against ultraviolet (UV)-induced skin damage and its potential application in
cosmetics. By integrating TCMSP, PharmMapper and other databases to predict the active ingredient
targets, and combining GeneCards and OMIM databases to obtain UV damage-related targets, 57 common
action targets were screened. STRING database was utilized to construct protein-protein interaction (PPI)
network, and Cytoscape was used to screen the core targets. Further enrichment analysis was performed by
DAVID database and molecular docking validation was performed by Autodock. The results showed that
golden thread nanmu mainly exerted anti-UV damage effects through regulating key biological processes
such as apoptosis, inhibiting inflammatory response and promoting DNA damage repair, and its mechanism
of action involved IL-17 signaling pathway, AGE-RAGE signaling pathway, etc. Molecular docking
confirms that the active ingredients have good binding activity with the key targets. The study shows
that golden thread nanmu can effectively counteract UV-induced skin damage through multi-target and
multi-pathway synergistic effects, and exhibits broad application prospects in the development of natural
cosmetic raw materials with anti-UV, whitening and anti-aging effects.

Keywords :  golden thread nanmu; cyberpharmacology; UV damage; cosmetics
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