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Abstract : Fungiplay a variety of roles in different ecosystems, and the precise identification of fungi is of
great significance in the utilization of fungi. Historically, fungi have often been identified based on
morphological characteristics, and this classification has many limitations. With the development of
high—throughput sequencing and genomics, fungi can be better identified. This article discusses the
importance of multiple omics techniques in fungal applications, and the application of omics such as
proteomics, transcriptomics, and metabolomics has deepened the understanding of fungi. These
advanced technologies are important for further understanding of the impact of fungi on food safety
and safety, fungal secondary metabolites, antifungal drugs, and drug resistance.
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