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Abstract : Pichia pastoris expression system is one of the most attractive eukaryotic expression systems for the
industrial fermentation production of recombinant at present. In this study, a linear expression vector
of Pichia pastoris was rapidly constructed by a two—step PCR method, and AGOX of Aspergillusiger
was taken as an example. The AGOX Pichia pastoris linear expression vector was successfully
constructed and its efficient expression in Pichia pastoris GS115 achieved. The method was simple
and rapid compared with the traditional enzyme cutting and connecting cloning method, which was
reported for the first time in our laboratory, and the technique laid a for high—throughput and large—
scale expression of recombinant proteins in Pichia pastoris.
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