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Abstract :

Upland rice, as an important ecotype variant of paddy rice, offers valuable resources for crop

improvement due to its unique drought resistance characteristics. Hanxiang 1, as a typical upland
rice variety, harbors key genetic information for adaptive evolution in its genome. By comparing the
structural variations and expression differences between the genomes of upland rice and paddy rice,

the molecular mechanisms underlying plant responses to water stress can be revealed. This cross—

species genomics study not only aids in understanding the evolutionary process of crop environmental

adaptation but also provides new molecular targets for breeding drought-resistant crops.
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